Baoamlormatees and
Funetional Genomics :

| - %‘rﬂ.

Bioinformatics and Functional Genomics, Jonathan Pevsner, John Wiley & Sons, 2013,
1118688414, 9781118688410, 984 pages. The bestselling introduction to bioinformatics and
functional genomicsb2b,a€snow in an updated editionWidely received in its previous edition,
Bioinformatics and Functional Genomics offers the most broad-based introduction to this explosive
new discipline. Now in a thoroughly updated and expanded Second Edition, it continues to be the
go-to source for students and professionals involved in biomedical research.This edition provides
up-to-the-minute coverage of the fields of bioinformatics and genomics. Features new to this edition
include:Several fundamentally important proteins, such as globins, histones, insulin, and albumins,
are included to better show how to apply bioinformatics tools to basic biological questions.A
completely updated companion web site, which will be updated as new information becomes
available - visit www.wiley.com/go/pevsnerbioinformaticsDescriptions of genome sequencing
projects spanning the tree of life.A stronger focus on how bioinformatics tools are used to
understand human disease.The book is complemented by lavish illustrations and more than 500
figures and tablesb?b,a€-fifty of which are entirely new to this edition. Each chapter includes a
Problem Set, Pitfalls, Boxes explaining key techniques and mathematics/statistics principles,
Summary, Recommended Reading, and a list of freely available software. Readers may visit a
related Web page for supplemental information at
www.wiley.com/go/pevsnerbioinformatics.Bioinformatics and Functional Genomics, Second Edition
serves as an excellent single-source textbook for advanced undergraduate and beginning
graduate-level courses in the biological sciences and computer sciences. It is also an indispensable
resource for biologists in a broad variety of disciplines who use the tools of bioinformatics and
genomics to study particular research problems; bioinformaticists and computer scientists who
develop computer algorithms and databases; and medical researchers and clinicians who want to
understand the genomic basis of viral, bacterial, parasitic, or other diseases.Praise for the first
edition:"...ideal both for biologists who want to master the application of bioinformatics to real-world
problems and for computer scientists who need to understand the biological questions that motivate
algorithms." Quarterly Review of Biology"D2D,A! an excellent textbook for graduate students and
upper level undergraduate students." Annals of Biomedical Engineering"D2D,Alhighly recommended
for academic and medical libraries, and for researchers as an introduction and referenceb2p,A!"
E-Streams.
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Inferring Phylogenies , Joseph Felenstein, 2004, , 664 pages. Phylogenies, or evolutionary trees,
are the basic structures necessary to think about and analyze differences between species.
Statistical, computational, and algorithmic work ....

Bioinformatics , Andrzej Polanski, May 29, 2007, Computers, 376 pages. Bioinformatics as a
discipline arose out of the need to introduce order into the massive data sets produced by the new
technologies of molecular biology: large-scale DNA ....

Understanding Bioinformatics , Marketa J. Zvelebil, Jeremy O. Baum, 2008, Medical, 772 pages.
Suitable for advanced undergraduates & postgraduates, this book provides a definitive guide to
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bioinformatics. It takes a conceptual approach & guides the reader from first ....

Bioinformatics Genomics and Post-Genomics, Frb*A©db“ACric Dardel, FranD“A8ois KD*A©pD“Dss,
Jan 11, 2007, Science, 252 pages. This book is an excellent introductory text describing the use of
bioinformatics to analyze genomic and post-genomic data. It has been translated from the original
popular ....

Bioinformatics A Practical Guide to the Analysis of Genes and Proteins, Andreas D. Baxevanis, B. F.
Francis Ouellette, Apr 7, 2004, Computers, 488 pages. "In this book, Andy Baxevanis and Francis
Ouellette . . . have undertaken the difficult task of organizing the knowledge in this field in a logical
progression and presenting ....

Introduction to Bioinformatics A Theoretical And Practical Approach, Stephen A. Krawetz, Jan 31,
2003, Computers, 746 pages. A comprehensible introduction to the key biological, mathematical,
statistical, and computer concepts and tools behind bioinformatics. For physical scientists, the book

Bioinformatics A Practical Approach, Shui Qing Ye, Aug 20, 2007, Science, 648 pages. An
emerging, ever-evolving branch of science, bioinformatics has paved the way for the explosive
growth in the distribution of biological information to a variety of biological ....

Intelligent Bioinformatics The Application of Artificial Intelligence Technigues to Bioinformatics
Problems, Edward Keedwell, Ajit Narayanan, Dec 13, 2005, Medical, 294 pages. Bioinformatics is
contributing to some of the most important advances in medicine and biology. At the forefront of this
exciting new subject are techniques known as artificial ....

Discovering Genomics, Proteomics and Bioinformatics 2e , Campbell, , , . .

Computational Text Analysis For Functional Genomics and Bioinformatics, Soumya Raychaudhuri,
Jan 26, 2006, Computers, 288 pages. This book brings together the two disparate worlds of
computational text analysis and biology and presents some of the latest methods and applications to
proteomics, sequence ...

Bioinformatics Methods and Protocols , Stephen Misener, Stephen A. Krawetz, 1999, Computers,
512 pages. .

Encyclopedia of Genetics, Genomics, Proteomics, and Bioinformatics: Bioinformatics , Lynn B.
Jorde, 2005, , 522 pages. .

Introduction to Bioinformatics , Attwood, 1999, Bioinformatics, 237 pages. .

Bioinformatics Basics Applications in Biological Science and Medicine, Hooman H. Rashidi, Lukas
K. Buehler, Dec 15, 1999, Science, 200 pages. Scientists in the throes of research use an extensive
data bank to access structural information on proteins and nucleic acids. Meanwhile, geneticists use
a highly specialized ....

Bioinformatics database, tools, algorithms, Orpita Bosu, Simminder Kaur Thukral, Feb 2, 2007,
Computers, 587 pages. .

Bioinformatics and Molecular Evolution , Paul G. Higgs, Teresa K. Attwood, Apr 1, 2009, Science,
384 pages. In the current era of complete genome sequencing, Bioinformatics and Molecular
Evolution provides an up-to-date and comprehensive introduction to bioinformatics in the context ....
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